The Sulfolobales archaea have been found inhabiting acidic hot springs all over the world. Here, we report the 1.798-Mbp draft genome sequence of the thermoacidophilic Sulfolobales archaeon AZ1, reconstructed from the metagenome of a Mexican hot spring. Sequence-based comparisons revealed that the Sulfolobales archaeon AZ1 represents a novel candidate genus. 
46 contigs with a coverage of 71.9ϫ and an N 50 value of 223,688 bp. A total of 2,002 genes were predicted, including 1,975 proteincoding genes. The consensus genome had a GϩC content of 47%, higher than the 34.1% of the Acidianus hospitalis W1 genome and the 32.8 to 36.7% of the Sulfolobus genomes. The GϩC content more closely resembles the 42 to 47.7% GϩC contents of Metallosphaera genomes.
The 16S rRNA gene from the archaeon AZ1 shares 93% sequence identity with the corresponding gene from A. hospitalis W1. A 95% sequence identity has been proposed as a reasonable value to limit different genera (29, 30) . Genome sequence comparisons between the archaeon AZ1 and A. hospitalis W1 revealed a DDH estimate of 16.10%, well below the 70% proposed for species definition (30, 31 ). The archaeon AZ1 would then correspond to a novel Sulfolobales genus. The name "Candidatus Aramenus sulfurataquae," meaning "the guardian of the sulfurated water," is proposed. The word "Arameni," from the Mexican Purepecha language, means "guardian/custodian of the water." Further characterization of the "Candidatus Aramenus" genus is in progress.
Nucleotide sequence accession number. This whole-genome shotgun project has been deposited at DDBJ/EMBL/GenBank under the accession no. ASRH00000000.
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